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Publications:

NMR investigations of the Rieske protein from Thermus thermophilus support a coupled proton and
electron transfer mechanism. Free full text. (2010) Hsueh KL, Westler WM, Markley JL. Journal of the
American Chemistry Society. 132(23):7908-18.
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M anuscript:
NMR investigations of the Rieske protein from Thermus thermophilus support a diffusion model. Hsueh

KL, Tonelli M, Westler WM, Markley JL. (in preparation).
PhD Thesis:
NMR Investigations of the Rieske protein from Thermus thermophilus support a coupled electron and

proton transfer mechanism and a diffusion model.
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Scientific experience:
e Biochemistry
B Protein expression and purification
B Handling of redox proteins
B Residue-type-selective labeling, reverse selective labeling, and double selective labeling
B Heparin oligo-saccharide purification
* NMR SpectraAcquisition and Analysis
B 1D, 2D, and 3D ordinary spectra; paramagnetic optimized pulse sequences
B 1D-selective excitation spectra, direct detection, superWEFT, and difference decoupling
B 2D-diffusion ordered spectrum (DOSY)
*  NMR Software/programs
CYANA (NOESY auto-assignment and structure determination)
PINE Server (Automated backbone and sidechain assignment)
Sparky (Spectral visualization)
Chimera (Structure refinement)
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